Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.008 Å; R factor = 0.062; wR factor = 0.176; data-to-parameter ratio = 11.4.
In the title complex, [Ni(C 6 H 5 O 2 N 2 ) 2 ], the Ni II atom is situated on an inversion centre and is coordinated in a squareplanar geometry by four O atoms and two N atoms of the chelating ligands.
Related literature
For applications of complexes derived from 2-methylpyrazine-5-carboxylic acid, see : Chapman et al. (2002) ; Ptasiewicz-Bak & Leciejewicz (2000) ; Tanase et al. (2006) ; Wang et al. (2008) For a related structure, see: Liu et al. (2007) .
Experimental
Crystal data [Ni(C 6 Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. Single-crystal analysis shows the complex crystallizes in monoclinic space group P2 1 /c and exists as a two-dimensional geometry. As shown in Figure 1 , Ni1 is four-coordinated by two oxygen atoms and two nitrogen atoms from two mpca − ligands, displaying a square planar coordination geometry with Ni1-O1 = 1.947 (3) Å and Ni1-N1 = 1.977 (4) Å. The weak coordiantion between Ni1 and O2, which from the adjacent mpca − igand, result in the formation of a distorted octahedral geometry for nickle atom (Ni1-O2=2.509 (2) Å). Then the complex is further extend into a two-dimensional layer structure, see Figure 2 .
A mixture of NiCl 2 ·6H 2 O (0.238 g, 1 mmol), Hmpca (0.304 g, 1 mmol) and distilled H 2 O (6 ml) was sealed in a 15 ml
Teflon-lined stainless steel vessel, which was heated at 120°C for 3 days and then cooled to room temperature at a rate of 5°C/h. Red crystals were obtained, washed with ethanol (yield 43% based on Ni).
Refinement
The H atoms of C atoms were positioned geometrically and refined with a riding model, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C). The water H atoms were located in difference Fourier maps, and were refined with distance restraints of O-H = 0.85±0.02 Å and H ··· H = 1.39±0.02 Å.
Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 Figure 1
A view of the molecular structure of (I) with the atom-labling scheme. Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radii. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

